Heat map showing gene expression Pearson's correlations for all RNA-seq data sets, calculated with custom Perl scripts using the module Statistics::Regression from Cuffdiff-computed gene abundances. 
(a) Bar plot showing phase advances and phase delays among genes rhythmic in both young and old at p ≤ 0.05 according to ARSER; these genes were also required to have a median FPKM ≥ 1 and a max/min expression fold change ≥ 1.5 in young and old. ARSER-reported phases were rounded to the nearest integer; phases rounded to 24 were labeled as 0. Zeitgeber Time / Hours in HO synthesized as described in Methods with the Thermo Scientific Maxima First Strand cDNA Synthesis kit. Data are mean ± SEM from two biological replicates collected over one daily cycle.
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